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Tables S1-S2 Figure S1 . Yeast two-hybrid and three-hybrid analysis of Zip2, Zip4, and Spo16.
(A) Yeast two-hybrid analysis of interactions between Zip2, Zip4, and Spo16.
(B) Yeast three-hybrid analysis, with one vector (BD) encoding full-length or truncated Zip2 plus fulllength Spo16, and the second vector (AD) encoding full-length Zip4. 
Zip2
499-704 :Spo16 at the indicated concentrations was incubated with three DNA substrates (55 nM) for 30 minutes at 30°C, then separated on 6% denaturing urea-PAGE gels to detect inherent or contaminating nuclease activity. Red asterisks indicate bands resulting from incomplete denaturation of DNA substrates. 
